
Molecular Docking of Interaction
between E-Cadherin Protein and

Conformational Structure of
Cyclic Peptide ADTC3 (Ac-

CADTPC-NH2) Simulated on 20
ns

by Dwi Hudiyanti

Submission date: 05-Nov-2019 06:36AM (UTC+0700)
Submission ID: 1207095914
File name: 15277-36779-1-PB_atiatul_17.pdf (679.23K)
Word count: 4051
Character count: 22576

















5%
SIMILARITY INDEX

4%
INTERNET SOURCES

3%
PUBLICATIONS

3%
STUDENT PAPERS

1 2%

2 1%

3 1%

4 <1%

5 <1%

6 <1%

7 <1%

8 <1%

Molecular Docking of Interaction between E-Cadherin Protein
and Conformational Structure of Cyclic Peptide ADTC3 (Ac-
CADTPC-NH2) Simulated on 20 ns
ORIGINALITY REPORT

PRIMARY SOURCES

www.scribd.com
Internet Source

www.sec.gov
Internet Source

Submitted to UIN Sunan Kalijaga Yogyakarta
Student Paper

www.coursehero.com
Internet Source

Submitted to Universitas Diponegoro
Student Paper

anzdoc.com
Internet Source

Submitted to Unika Soegijapranata
Student Paper

id.scribd.com
Internet Source



9 <1%

10 <1%

11 <1%

Exclude quotes Off

Exclude bibliography On

Exclude matches Off

rifnotes.blogspot.com
Internet Source

Submitted to CSU, San Jose State University
Student Paper

Submitted to Universidad Industrial de
Santander UIS
Student Paper


	Molecular Docking of Interaction between E-Cadherin Protein and Conformational Structure of Cyclic Peptide ADTC3 (Ac-CADTPC-NH2) Simulated on 20 ns
	by Dwi Hudiyanti

	Molecular Docking of Interaction between E-Cadherin Protein and Conformational Structure of Cyclic Peptide ADTC3 (Ac-CADTPC-NH2) Simulated on 20 ns
	ORIGINALITY REPORT
	PRIMARY SOURCES


